Genome-wide association studies (GWAS) have successfully identified 58 statistical associations with a wide range of behavioral phenotypes and 59 neuropsychiatric disorders [1] [2] [3] . Increasing sample sizes has begun to yield findings 60 for intelligence [4] [5] [6] . The largest and most recent study of intelligence reported 18 loci 61 significantly associated with intelligence 4 . Significant genetic correlations were 62 observed between intelligence and a variety of behavioral (educational attainment, 63 smoking behaviors), anthropometric (cranial morphology, height, body composition), 64 and psychiatric phenotypes (schizophrenia, autism, depressive symptoms), mirroring 65 epidemiological evidence for correlations between intelligence and a broad range of 66 health-related outcomes 4, 7 . 67 Considered alone, not all associations identified by GWAS precisely localize 68 biological mechanisms amenable to subsequent experimentation. For instance, the 69 most associated variant in a significant locus may not be the causal variant 8, 9 , there Table 2 : Genome-wide significant genes from gene-wise association analyses.
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Genetic locus is that identified in single-variant analyses, or the genomic region attainment", "modulation of synaptic transmission", "neurodegenerative disease", 221 "neuron spine", "schizophrenia", "rare genetic neurological disorder", and "potentially 222 synaptic genes" ( The meta-analysis results presented herein extend previous findings 4 . The 380 results are largely consistent with those previously reported, which is unsurprising.
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More genes were identified in our gene-wise analysis due to an analytical decision to 
